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	1. Title of Working Group

	Malassezia epidemiology and pathobiology 

	2. Name(s) of Coordinator(s) with email addresses

	· Teun Boekhout (chair t.boekhout@westerdijkinstitute.nl); retired in  April 2022 is replaced ad interim by Claudia Cafarchia (claudia.cafarchia@uniba.it)
· George Gaitanis (secretary, ggaitan@uoi.grg)
· Annika Scheynius (member, Annika.Scheynius@ki.se) 
· Carol Munro (member, a.munro@abdn.ac.uk)
· Bart Theelen (member, b.theelen@wi.knaw.nl)

	3. Website URL for external website (if relevant)

	https://www.isham.org/working-groups/working-group-malassezia-epidemiology-and-pathobiology

	4. Objectives and expected outcomes for the forthcoming year

	· Reorganization of the working group regarding chair, secretary, and recruitment of new members.

· Arranging list of members of the working group, promoting the activities of the working group. 

· Planning Malassezia workshop/contributions at 2025 ISHAM congress, in Salvador, Brazil!
· Establishing a more structural interaction platform between members

The following research themes are ongoing or planned:
· The zoonotic transmission of Malassezia yeasts (status ongoing).
· Molecular and rapid diagnosis of Malassezia in complex clinical environments and invasive infections.

· Malassezia-host interactions using in vitro and in vivo model systems. 
· Exploration of potential sub-species level variation in relationship to virulence and pathogenicity 
· The proteomic analysis of Malassezia cell wall from healthy and with skin lesions  

	5. Achievements of the Working Group in 2021 and 2022 (250 words) 1-3

	In recent years the interest of the scientific community in these yeasts has significantly increased and numerous studies have been published outside the Malassezia working group (see the recently published milestone papers from Julie Segre, Iliyan Iliev, Ravid Straussman, David Underhill), thus supporting our interest in keeping the group active.

The main activities of the group in 2021-22 saw the collaboration of different research groups that directed the studies on particular topics. In addition, the collaboration with the Malassezia Research consortium has been consolidated and strengthened. The main topics are: 
1) Malassezia-host interactions 

2) Malassezia spp. involved in pityriasis versicolor and seborrheic dermatitis and their virulence profile.
3) Immunology of Malassezia skin related infection. 
4) Zoonotic or anthropozoonotic transmission of Malassezia yeasts. 
5) Malassezia yeasts in veterinary medicine. 

6) Virulence profiles of Malassezia yeasts from deep mycosis.
Several major manuscripts are in preparation and ready for submission within the next months. 

In addition, the recent ISHAM meeting in New Delhi featured 2 symposia on Malassezia, which attracted many participants from different countries. The meeting was a great success due to the participation of both members of the ISHAM Malassezia working group and the Malassezia Research consortium. 
Finally, some manuscripts on the genotypic diversity of M. furfur from several hospital outbreaks, as well as skin lesions, are in preparation by members of the working group.
Possibilities for a workshop linked to the coming ISHAM congress 2025 in Salvador, Brazil will be explored and other options for future workshops will be considered.  
The possibility exists for a WG session at the coming Congress of Asia and Pacific Medical Mycology (APSMM) held in Kyoto, Japan on November 2024 organized by Prof. Takashi Suigta.


	6. Publications arising from the Working Group 

	Different papers directly related to members of the Working Group or to the collaboration of Malassezia WG with Malassezia Research consortium were published. 
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	7. Funding provided by ISHAM in the past 3 years (Budget and year)

	None 

	8. Composition of the working group

	At present, there is only an outdated list of WG members. We are planning to update the WG member and coordinator list. 
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